Following publication of the original article [1], the authors have reported that Fig. 2 and Additional file 1: Figure S1 , S2 partially show red scripts.
In Fig. 2 :
A: Red font "MHC-I (MFI x 10 3 )" should change to black font; C: Red font "0.07" and "M-MDSC" should change to black font.
In Additional file 1: Figure S1 , S2: S1: Red font "Spleen" and "Tumor" should change to black font; S2: Red font "C", "D", "E", "F", "G", "H" should change to black font.
The correct version of the figures can be found below. The corrections have been implemented in the original article as well.
We apologize for the inconvenience.
Supplementary information
Supplementary information accompanies this paper at https://doi.org/10. 1186/s40425-019-0830-7.
Additional file 1: Figure S1 .. Gating strategy for the identification of MDSC populations. Figure S2 . Poly(I:C)c reduces macrophage frequency and activates macrophages, cDC, B and NK cells. Figure S3 . Poly(I:C)c triggers transcriptional reprogramming of MDSC. Figure S4 . Significantly regulated genes in PMN-and M-MDSC upon poly(I:C)c therapy. h Representative data of IFN-γ secretion in MDSC / T cell cocultures, at a ratio of 1:1, following anti-CD3/anti-CD28 mAb-coated beads stimulation for 72 h. i Splenic T cells and MDSC from spleens and tumors of untreated or poly(I:C) c -treated tumor-bearing mice were isolated and co-cultured with CFSE-labeled T cells in increasing effector (E; MDSC) to target (T; T cell) ratios (E:T) of 0.25:1, 0.5:1 and 1:1 in the presence of anti-CD3/anti-CD28 mAb-coated beads. After 72 h CFSE dilution of CD4 + and CD8 + T cells was assessed. a-f Data ± SEM is shown for n = 5 to 8 mice per group. g-h Representative graph of three independent experiments. Data± SEM for n = 2 mice per group,unpaired two-sided students t test (*p < 0.05; **p < 0.01)
